Nanoparticles (NPs) represent one of the most important tools in nanomedicine. When intravenously administered, NPs can generate a more or less stable
Protein Corona (PC) that could impact NPs circulation, biodistribution, drug targeting, cellular uptake and toxicity [Pederzoli et al., Nanomedicine, 2018. 13,
407-422]. The plasma PC, is unique for each NP type and can be affected by shape, size, and surface properties as well as biological parameters and do not
generally correlate with their relative abundances in the plasma. For this reason, the study of the PC is necessary to predict the biological identity of NPs
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containing the PC to achieve the desired biological and therapeutic effect.
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Work aim is to characterize the PC (both HC and SC) of different NPs types (functionalized and un-functionalized) in order to identify the different protein pattern considering the NPs
composition as the unique variable .
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in the HC between bare and

functionalized NPs

physical features

 Unique targeting peptide: polymer ratio tested
 All different ligands are hydrophilic with similar chemical-

v No significant differences in the PC between bare and functionalized NPs



